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SEQUENCE LISTING 



<110> WU, 3un 

Luo, Ying 



<120> TUMOR TAG AND THE USE THEREOF 

<130> 024455 

<160> 9 

<170> Patentln version 3.1 



<210> 
<211> 
<212> 



1 

720 
DNA 



<213> Homo sapiens 
<220> 

<221> CDS 

<222> (1). .(639) 

<223> 



<400> 1 
atg gca gcg 
Met Ala Ala 
1 

etc ctg ctg 
Leu Leu Leu 



gec gec age ccc 
Ala Ala Ser Pro 
5 

tec age tgg tgc 
Ser Ser Trp Cys 
20 



gcg ttc 
Ala Phe 



agg ace 
Arg Thr 
25 



ctt eta cgc 
Leu Leu Arg 
10 

gqg ctg gee 
Gly Leu Ala 



etc ccg ctt ctg 48 
Leu Pro Leu Leu 
15 

gac cct cac tct 96 
Asp Pro His Ser 
30 



ctt tgc tat 
Leu Cys Tyr 
35 



gac ate ace gtc 
Asp lie Thr val 



ate cct 
lie Pro 
40 



aag ttc aga 
Lys Phe Arg 



cct gqa cca egg 
Pro Gly Pro Arg 
45 



144 



tgg tgt gcg 
Trp Cys Ala 
50 

gac tgt gqc 
Asp Cys Gly 
65 



gtt caa 
val Gin 



age aag 
Ser Lys 



gqc cag 
Gly Gin 
55 

aca gtc 
Thr val 
70 



gtg gat 
val Asp 



aca ccc 
Thr Pro 



gaa aag act 
Glu Lys Thr 
60 

gtc agt ccc 
val Ser Pro 
75 



ttt ctt cac tat 
Phe Leu His tyr 



ctg gqg aag aaa 
Leu Gly Lys Lys 
80 



192 



240 



eta aat gtc 
Leu Asn val 



aca acg 
Thr Thr 
85 



gec tgg 
Ala Trp 



aaa gca 
Lys Ala 



cag aac cca 
Gin Asn Pro 
90 



gta ctg aga gag 
val Leu Arg Glu 
95 



288 



gtg gtg gac 
1 val 



va 



Asp 



ata ctt 
lie Leu 
100 



aca gag 
Thr Glu 



caa ctg 
Gin Leu 
105 



ctt gac att 
Leu Asp lie 



cag ctg gag aat 
Gin Leu Glu Asn 
110 



336 



tac ata ccc 
Tyr lie Pro 
115 



aag gaa 
Lys Glu 



ccc etc 
Pro Leu 



acc ctg 
Thr Leu 
120 



cag gec agg 
Gin Ala Arg 



atg tct tgt gag 
Met Ser Cys Glu 
125 



384 



cag aaa gec 
Gin Lys Ala 
130 



gaa gqa cac gqc 
Glu Gly His Gly Ser Gly 



agt gqa 
1} 



135 



tct tgg cag 
Ser Trp Gin 
140 



etc agt ttc gat 432 
Leu Ser Phe Asp 



gga cag ate 
Gly Gin lie 



ttc etc etc ttt gac tea 
Phe Leu Leu Phe Asp Ser 



gaa aac aga 
Glu Asn Arg 
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atg tgg aca acg 480 
Met Trp Thr Thr 
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145 150 155 160 

gtt cat cct gqa gcc aga aag atg aaa gaa aag tgg gag aat gac aag 528 

val His Pro Gly Ala Arg Lys Met Lys Glu Lys Trp Glu Asn Asp Lys 
165 170 175 

gat atg acc atg tec ttc cat tac ate tea atg gqa gac tgc aca gqa 576 

Asp Met Thr Met Ser Phe His Tyr lie Ser Met Gly Asp Cys Thr Gly 
180 185 190 

tgg ctt gag gac ttc ttg atg gqc atg gac age acc ctg gag cca agt 624 

Trp Leu Glu Asp Phe Leu Met Gly Met Asp Ser Thr Leu Glu Pro Ser 

195 200 205 



gca gqa gqc aca gtc tgacccaaag ccatggccac caccctcagt ccctgcagcc 
Ala Gly Gly Thr Val 
210 



679 



tcctcctcat cctcccctgc ttcatcctcc ctggcatctg a 720 

<210> 2 

<211> 213 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Ala Ala Ala Ala Ser Pro Ala Phe Leu Leu Arg Leu Pro Leu Leu 
1 5 10 15 

Leu Leu Leu Ser ser Trp Cys Arg Thr Gly Leu Ala Asp Pro His Ser 
20 25 30 

Leu Cys Tyr Asp lie Thr val lie Pro Lys Phe Arg Pro Gly Pro Arg 
35 40 45 

Trp Cys Ala val Gin Gly Gin val Asp Glu Lys Thr Phe Leu His Tyr 
50 55 60 

Asp Cys Gly Ser Lys Thr Val Thr Pro val Ser Pro Leu Gly Lys Lys 
65 70 75 80 

Leu Asn val Thr Thr Ala Trp Lys Ala Gin Asn Pro val Leu Arg Glu 
85 90 95 

val val Asp lie Leu Thr Glu Gin Leu Leu Asp lie Gin Leu Glu Asn 
100 105 110 

Tyr lie Pro Lys Glu Pro Leu Thr Leu Gin Ala Arg Met Ser Cys Glu 
115 120 125 

Gin Lys Ala Glu Gly His Gly Ser Gly Ser Trp Gin Leu Ser Phe Asp 
130 135 140 
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Gly Gin lie Phe Leu Leu Phe Asp Ser Glu Asn Arg Met Trp Thr Thr 

145 150 155 " 160 

val His Pro Gly Ala Arg Lys Met Lys Glu Lys Trp Glu Asn Asp Lys 
165 170 175 

Asp Met Thr Met Ser Phe His Tyr lie Ser Met Gly Asp Cys Thr Gly 
180 185 " 190 

Trp Leu Glu Asp Phe Leu Met Gly Met Asp Ser Thr Leu Glu Pro Ser 
195 200 205 

Ala Gly Gly Thr val 



<210> 3 
<211> 29 
<212> DNA 

<213> articial sequence 
<400> 3 

cggaattcat ggcagcggcc gccagcccc 29 



<210> 4 

<211> 30 

<212> DNA 

<213> artificial sequence 



<210> 5 
<211> 34 
<212> DNA 

<213> artificial sequence 
<400> 5 

ccggaattcg accctcactc tctttgctat gaca 34 



<210> 6 

<211> 30 

<212> DNA 

<213> artificial sequence 



<210> 7 

<211> 21 

<212> DNA 

<213> artificial sequence 

<400> 7 



<400> 4 

gccaagcttg atgccaggga ggatgaagca 



30 



<400> 6 

gccaagcttg atgccaggga ggatgaagca 



30 
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atggcagcgg ccgccagccc c 21 

<210> 8 

<211> 24 

<212> DNA 

<213> artificial sequence 

<400> 8 



tcagatgcca 


gggaggatga 


agca 








24 


<210> 9 

<211> 742 

<212> DNA 

<213> Homo sapiens 












<400> 9 
d Lyy Ldy cyy 


LLyccdyLcu 






cgcttctgct 


cctgctgtcc 


60 


agctggtgca 


ggaccgggct 


yyi-^ycii-v_i_i_ 


LCIL LL l_ V- ILL 


gctatgacat 


caccgtcatc 


120 


cctaagttca 


gacctggacc 


di-y y Ly y uy l 


y *-yy L ^-^^^y 


gccaggtgga 


tgaaaagact 


180 


tttcttcact 


atgactgtgg 


LayLaayaLa 




tcagtcccct 


ggggaagaaa 


240 


ctaaatgtca 


caacggcctg 


gaaagcacag 


aacccagtac 


tgagagaggt ggtggacata 


300 


cttacagagc 


aactgcttga 


cattcagctg 


gagaattaca 


tacccaagga 


acccctcacc 


360 


ctgcaggcca 


ggatgtcttg 


tgagcagaaa 


gecgaaggae 


acggcagtgg 


atcttggcag 


420 


ctcagtttcg 


atggacagat 


cttcctcctc 


tttgactcag 


aaaacagaat 


gtggacaacg 


480 


gttcatcctg 


gagccagaaa 


gatgaaagaa 


aagtgggaga 


atgacaagga tatgaccatg 


540 


tccttccatt 


acatctcaat 


gggagactgc 


acaggatggc 


ttgaggactt 


cttgatgggc 


600 


atggacagca 


ccctggagcc 


aagtgcagga 


gcaccaccca 


ccatgtcctc 


aggcacagcc 


660 


caacccaggg 


ccacggccac 


caccctcatc 


ctttgctgcc 


tcctcatcat 


gtgtctcctc 


720 


atatgctcca 


ggcacagtct 


ga 








742 
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